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e Antimikrobiyal direnc

ANTIBIOTIC RESISTANCE

Antibiotic resistance — when bacteria change
and cause antibiotics to fail — is happening
RIGHT NOW, across the world

The full impact is
unknown. There is
no system.in place
to track antibiotic
resistance globally

Without urgent action, many
modern medicines could
become obsolete, turning
even common infections
into deadly-threats.
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* Yeni antimikrobiyal tretilmiyor.
Elde kalan sinirli kaynagi daha etkin kullanmak icin tiim
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Kazanilan her diren¢g mekanizmasi direnc havuzuna eklendi

» Antimikrobiyal direng referans gen veri tabani

* Patojen izolatlardan elde edilen 7185 kazanilmis direnc geni

Bacterial Antimicrobial Resistance Reference Gene Accession: PRINA313047  ID: 313047
Database

This Bioproject contains annotated sequence records for representative DNA sequences that encode proteins
conferring or contributing to resistance to various antibiotics. More.
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3
db version: 2020-08-30.1 Changelog Bacterial Antimicrobial Resistance Reference Gene Database
Filters

Page |1 of360 | B M Records per Page |20 |v | [T] Choose columns &, Download Displaying 1 - 20 of 7185
# llele ésrn.e“fa.mily Al product name scope type subtype dlass subclass refseq protein refseq nucleoti... genbank protein genbank nudle... curated refseg...
1 165_A523C 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE STREPTOMYCIN NC_000 uoo0! No
2 165_G527T 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE STREPTOMYCIN NC_000 Uoo! No
3 165_C528T 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE STREPTOMYCIN NC_000 No
4 165_A724G 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE KASUGAMYCIN NC_000 U00086.3 No
5 165_A794T 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE KASUGAMYCIN NC_000 U00086.3 No
L} 165_G926A 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE KASUGAMYCIN NC_000 U00096.3 No
7 165_G926C 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE KASUGAMYCIN NC_000 U00086.3 No
8 165_G926T 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE KASUGAMYCIN NC_000 U00096.3 No
9 165_A%64G 165 165 ribosomal RNA core AMR POINT TETRACYCLINE TETRACYCLINE NC_000 U00096.3 No
10 165_G1053A 165 168 ribosomal RNA core AMR POINT TETRACYCLINE TETRACYCLINE NC_000 uoo No
1 165_C1054T 165 165 ribosomal RNA core AMR POINT TETRACYCLINE TETRACYCLINE NC_000 No
12 165_A1055G 165 165 ribosomal RNA core AMR POINT TETRACYCLINE TETRACYCLINE NC_000 U00096.3 No
13 165_G1058C 165 165 ribosomal RNA core AMR POINT TETRACYCLINE TETRACYCLINE NC_000 U00096.3 No
14 165_G1064A 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE SPECTINOMY. NC_000 U00096.3 No
15 165_G1064C 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE SPECTINOMY... NC_000 U00086.3 No
16 165_G1064T 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE SPECTINOMY... NC_000 U00086.3 No
17 165_C1066T 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE SPECTINOMY... NC_000 U00086.3 No
18 165_G1068A 165 165 ribosomal RNA core AMR. POINT AMINOGLYCOSIDE SPECTINOMY... NC_000 [t No
19 165_C1192A 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE SPECTINOMY. NC_000 U000 No
20 165_C1192G 165 165 ribosomal RNA core AMR POINT AMINOGLYCOSIDE SPECTINOMY. NC_000 U00096.3 No




Kazanilan her diren¢g mekanizmasi direnc havuzuna eklendi

* Antimikrobiyal direnc referans gen veri tabani

* Patojen izolatlardan elde edilen 8201 kazanilmis direnc geni

Bacterial Antimicrobial Resistance Reference Gene Accession: PRINA313047  ID: 313047
Database

This Bioproject contains annotated sequence records for representative DNA sequences that encode proteins
conferring or contributing to resistance to various antibiotics. More...

Filters
4 4 | Page |2 of 3| b Bl %‘ Records per Page |20 | v ED Choose columns é Download Displaying 21 - 40 of 46
# Allele Gene family = Product name Scope Type Subtype Class Subclass RefSeq pr.. | RefSeqnu.. GenBankp.. GenBank.. CuratedR..
21 blaDX¥A-788 | blaOXA OXA-48 family dass D beta-lactamase OXA-788 core AMR AMR BETA-LAC.. BETA-LAC.. WP_136851. | NG_D&474.. 0QAT97596.1 @ ME416209.1 Mo
22 blaDX¥A-793 | blaOXA OXA-48 family dass D beta-lactamase OXA-793 core AMR AMR BETA-LAC... | BETA-LAC.. | WP_13651. | NG_D6475.. | QBABG170.1 | MK4659978.1 | Mo
23 blaD¥A-833 | blaOXA OXA-48 family dass D beta-lactamase OXA-833 core AMR AMR BETA-LAC.. BETA-LAC.. WP_14042.. | NG_DE544.. 0QCY50072.1 | MES76702.1 Mo
24 blaDXA-854 | blaOXA OXA-48 family dass D beta-lactamase OXA-894 core AMR AMR BETA-LAC... | BETA-LAC.. | WP_14437.. | NG_0D6675.. | QFE31714.1 | MN525568... | Mo
blaDX¥A-918 | blaOXA OXA-48 family dass D beta-lactamase OXA-918 core AMR AMR BETA-LAC.. BETA-LAC.. WP_17928. | NG_D7VD1B.. OQJIX44657.1 & MT463291.1 Mo
i blaDX¥A-520 | blaOXA OXA-48 family dass D beta-lactamase OXA-920 core AMR AMR BETA-LAC.. BETA-LAC.. WP_17928 NG_07018... | QKF95718.1 | MT520791.1 | No
27 blaDX¥A-522 | blaOXA OXA-48 family dass D beta-lactamase OXA-922 core AMR AMR BETA-LAC.. BETA-LAC.. WP_18E33 NG_07074... | QKVS0750.1 | MTE36504.1 | Mo
28 blaDXA-523 | blaOXA OXA-48 family dass D beta-lactamase OXA-923 core AMR AMR BETA-LAC... | BETA-LAC.. | WP_17928.. | NG_0701B.. | QLC28678.1 | MT675122.1 | Mo
29 blaDX¥A-924 | blaOXA OXA-48 family dass D beta-lactamase OXA-924 core AMR AMR BETA-LAC.. BETA-LAC.. WP_17928.. | NG_D7VD1B.. 0QLC2B675.1 @ MTE75123.1 Mo
30 blaDXA-925 | blaOXA OXA-48 family dass D beta-lactamase OXA-929 core AMR AMR BETA-LAC... | BETA-LAC.. | WP_18833.. | NG_07075.. | QNL15887.1 | MK9S89950.1 | Mo
31 blaD¥A-833 | blaOXA OXA-48 family dass D beta-lactamase OXA-933 core AMR AMR BETA-LAC.. BETA-LAC.. WP_23186.. | NG_D775B.. 0QOIE0D715.1 & MWO7310.. Mo
32 blaDXA-934 | blaOXA OXA-48 family dass D beta-lactamase OXA-934 core AMR AMR BETA-LAC... | BETA-LAC.. | WP_23186.. | NG_0779B.. | QOI60720.1 | MWO7310... | Mo
33 blaD¥A-10... | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-1038  core AMR AMR BETA-LAC.. BETA-LAC.. WP_23186.. | NG_0D7VBD4.. UBI91323.1 @ OKIB0617.1 Mo
34 blaDXA-10... | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-1039  core AMR AMR BETA-LAC... | BETA-LAC.. | WP_03741... | NG_07B04.. | UB191324.1 | OK1B0618.1 | Mo
35 blaD¥A-162 | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-162 core AMR AMR BETA-LAC..  CARBAPE.. WP_06061... | NG_04%46..  ADG27454.1 | HMO15773.. | No
36 blaDX¥A-163 | blaOXA OXA-48 family extended-spectrum class D beta-lactamase OXA-163 core AMR AMR BETA-LAC.. CEPHALO.. '\“J'P_Dﬁ‘l‘_i‘nk m"é"‘:mf:‘;?“‘é... ADY0D6444.1 | HQ700343.1 | No
37 blaD¥A-181 | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-181 core AMR AMR BETA-LAC..  CARBAPE.. WP_0lovom proowesd... | AEP16366.1 | JN205800.1 | No
38 blaDX¥A-159 | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-199 core AMR AMR BETA-LAC..  CARBAPE.. WP_06386... | NG_04%45... | AFCS5894.1 | IN704570.1 | No '§
39 blaDX¥A-204 | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-204 core AMR AMR BETA-LAC..  CARBAPE.. WP_03249... | NG_04550... | AFUS1598.1 | JQB09466.1 | No
40 blaDX¥A-232 | blaOXA OXA-48 family carbapenem-hydrolyzing class D beta-lactamase OXA-232 core AMR AMR BETA-LAC..  CARBAPE.. WP_04390... | NG_04552... | AGD91915.1 | J¥423831.1 | No g
a



Kazanilan her diren¢g mekanizmasi direnc havuzuna eklendi

* Antimikrobiyal direnc referans gen veri tabani

 Patojen izolatlardan elde edilen 9342 kazanilmis direnc geni. (41.TMC Kongresi)

Bacterial Antimicrobial Resistance Reference Gene Accession: PRINA313047  ID: 313047
Database

This Bioproject contains annotated sequence records for representative DNA sequences that encode proteins
conferring or contributing to resistance to various antibiotics. More...

Filters
Page |1 of468 | b bl .3—' Records per Page |20 v | [T] Choose columns¥, Download Displaying 1 - 20 of 9341

# Allele Gene family ~ Product name Scope Type Subtype Class Subclass RefSeq pr... ~ RefSeqnu... = GenBank p... GenBank..  Curated R... ' Links

1 aac(2')-I(A...  aminoglycoside N-acetyltransferase AAC(2')-1(A267) core AMR AMR AMINOGLY... GENTAMIL.. = WP_02529... NG_24215.. CDI94966.1 = HG530068.1 No

2 aac(2')-Ila kasugamycin N-acetyltransferase AAC(2')-IIa core AMR AMR AMINOGLY... | KASUGAM... | WP_06383... | NG_04722... BAM16262.1 @ AB669090.1 | No

3 aac(2')-11b kasugamycin N-acetyltransferase AAC(2')-1Ib core AMR AMR AMINOGLY... KASUGAM... WP_07122... NG_05567.. APB03221.1 @ KX531051.1 No

4 aac(2')-Ia aminoglycoside N-acetyltransferase AAC(2')-Ia core AMR AMR AMINOGLY... | GENTAML.. | WP_00491... | NG_04722... | AAA03550.1 | L06156.2 No PubChem
5 aac(2')-1b aminoglycoside N-acetyltransferase AAC(2')-Ib core AMR AMR AMINOGLY... GENTAMIL..  WP_00388... NG_04722.. AAC44793.1 U41471.1 No PubChem
6 aac(2')-Ic aminoglycoside N-acetyltransferase AAC(2')-Ic core AMR AMR AMINOGLY... | GENTAML.. | WP_00389... | NG_04722... | AAB17563.1 | U72714.1 No PubChem
7 aac(2')-1d aminoglycoside N-acetyltransferase AAC(2')-Id core AMR AMR AMINOGLY... GENTAMI.. WP_01172... NG_04723.. AAB41701.1 U72743.1 No PubChem
8 aac(2')-Ie aminoglycoside N-acetyltransferase AAC(2')-Te core AMR AMR AMINOGLY... | GENTAML.. | WP_01090... | NG_05058... | CAR72650.1 | FM211192.1 | No

9 aac(3)-Cl... = aminoglycoside N-acetyltransferase AAC(3)-C1264 core AMR AMR AMINOGLY... GENTAML.. = WP_03400.. NG_24215.. EKW62215... ABKGBUO..  No

10 aac(3)-C322 | aminoglycoside N-acetyltransferase AAC(3)-C322 core AMR AMR AMINOGLY... | GENTAML.. | WP_04406... | NG_24215... | ECI266226... = AAIUPVO1... | No

11 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR AMINOGLY... GENTAMIL.. = WP_06384... NG_04723.. AAK12088.1 @ AF318077.1 No

12 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR AMINOGLY... | GENTAML.. | WP_01127..  NG_04723... CAI46944.1 | AJ877225.1 | No

13 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR AMINOGLY... GENTAML.. = WP_06384.. NG_04724.. CBI71176.1 = FN640465.1 No

14 aac(3)-Illa aminoglycoside N-acetyltransferase AAC(3)-I1Ia core AMR AMR AMINOGLY... | GENTAML.. = WP_06384... | NG_04724... = CAA39184.1 | X55652.1 No PubChem
15 aac(3)-I1Ib aminoglycoside N-acetyltransferase AAC(3)-I1Ib core AMR AMR AMINOGLY... GENTAML.. = WP_05817.. NG_05174.. KSC15183.1 @ LLLCO100..  No

16 aac(3)-IlIc aminoglycoside N-acetyltransferase AAC(3)-IIIc core AMR AMR AMINOGLY... GENTAML.. | WP_06384... NG_04724... AAA25683.1 @ L06161.1 No

17 aac(3)-Ila aminoglycoside N-acetyltransferase AAC(3)-IIa core AMR AMR AMINOGLY... GENTAML.. = WP_06384.. NG_04724.. CAA31895.1 X13543.1 No

18 aac(3)-11b aminoglycoside N-acetyltransferase AAC(3)-I1Ib core AMR AMR AMINOGLY... | GENTAML.. = WP_03314.. NG_04724... AAA26548.1 & M97172.1 No PubChem
19 aac(3)-IIc aminoglycoside N-acetyltransferase AAC(3)-IIc core AMR AMR AMINOGLY... GENTAMIL.. = WP_06384... NG_04725.. CAA38525.1 X54723.1 No

20 aac(3)-11d aminoglycoside N-acetyltransferase AAC(3)-11d core AMR AMR AMINOGLY... | GENTAML.. = WP_00055... = NG_04725... AAN87703.1 ' AF550415.2 | No

Prefix PR
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Kazanilan her diren¢g mekanizmasi direnc havuzuna eklendi

* Antimikrobiyal direnc referans gen veri tabani

 Patojen izolatlardan elde edilen 1085 kazanilmis direng geni. (Bugtin)

Bacterial Antimicrobial Resistance Reference Gene Accession: PRINA313047  ID: 313047
Database

This Bioproject contains annotated sequence records for representative DNA sequences that encode proteins

ranfarrina ar enantrihntina tn recicetance tn varinne antihintice Mara

db version: 2024-12-18.1 Changelog Bacterial Antimicrobial Resistance Reference Gene Database
Filters
Page of543 | b | .e‘ Records per Page 20 v D] Choose columns s Download Displaying 1 - 20 of 10850

# Allele Gene family Product name Scope Type Subtype Class Subdlass RefSeq protein | RefSeq nucle...  GenBank prot.. GenBank nucl.. Curated RefS..  Links

1 aac(2')-1(A267) = aminoglycoside N-acetyltransferase AAC(27)-1(A267) core AMR AMR. AMINOGLYCO... GENTAMICIN/.. WP_0252979.. @ NG_242157.1 CDI94966.1 HG530068.1 Mo

2 aac(2')-1la kasugamycin N-acetyltransferase AAC(2')-11a core AMR AMR. AMINQGLYCO... KASUGAMYCIN = WP_0638398..  NG_047225.1 BAM16262.1 AB669090.1 No

3 aac(2')-1Th kasugamycin N-acetyltransferase AAC(2')-TIb core AMR AMR. AMINQGLYCO... KASUGAMYCIN = WP_0712240..  NG_055672.1 APB03221.1 KX531051.1 Mo

4 aac(2')-1a aminoglycoside N-acetyltransferase AAC(2)-1a core AMR AMR AMINOGLYCO... = GENTAMICIN/ . WP _0049183_ = NG_047226.1 AAAD3550.1 L06156.2 Mo PubChem
5 aac(2)-Ib aminoglycoside N-acetyltransferase AAC(2)-Tb core AMR AMR. AMINOGLYCO...  GENTAMICIN/.. | WP_0038816... NG 047227.1 AAC44793.1 U41471.1 Mo PubChem
6 aac(2')-1c aminoglycoside N-acetyltransferase AAC(2)-1c core AMR AMR AMINOGLYCO... = GENTAMICIN/ . WP _0038998 . = NG_047229.1 AAB17563.1 U72714.1 Mo PubChem
7 aac(2')-1d aminoglycoside N-acetyltransferase AAC(2)-1d core AMR AMR. AMINQGLYCO...  GENTAMICIN/.. | WP_0117269..  NG_047230.1 AAB41701.1 U72743.1 Mo PubChem
8 aac(2)-le aminoglycoside N-acetyltransferase AAC(2)-Te core AMR AMR. AMINOGLYCO... = GENTAMICIN/.. | WP_0109083... = NG_050581.1 CAR72650.1 FM211192.1 Mo

9 aac(3)-C1264 aminoglycoside N-acetyltransferase AAC(3)-C1264 core AMR AMR. AMINQGLYCO...  GENTAMICIN/.. | WP_0340005.. NG_242158.1 EML4797591.1 | ABKGBUO300. Mo

10 aac(3)-C322 aminoglycoside N-acetyltransferase AAC(3)-C322 core AMR AMR. AMINOGLYCO...  GENTAMICIN/.. | WP_0440617...  NG_242159.1 ECI2662265.1 AAIUPVO1000... | No

1 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047235.1 AAK12088.1 AF318077.1 Mo

12 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0112701... | NG_047237.1 CAT46944.1 AJ877225.1 Mo

13 aac(3)-1 AAC(3)-I family aminoglycoside 3-N-acetyltransferase core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047240.1 CBI71176.1 FN640465.1 Mo

14 aac(3)-111a aminoglycoside N-acetyltransferase AAC(3)-I1Ia core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047241.1 CAA39184.1 X55652.1 Mo PubChem
15 aac(3)-111b aminoglycoside N-acetyltransferase AAC(3)-IITb core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0581799... | NG_051746.1 K5C15183.1 LLLCO100004... | No

16 aac(3)-IIc aminoglycoside N-acetyltransferase AAC(3)-IIIc core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047243.1 AAAZ5683.1 L06161.1 Mo

17 aac(3)-11a aminoglycoside N-acetyltransferase AAC(3)-T1a core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047245.1 CAA31B95.1 X13543.1 Mo

18 aac(3)-1Ib aminoglycoside N-acetyltransferase AAC(3)-ITb core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0331470... | NG_047249.1 AAAZG548.1 M97172.1 Mo PubChem
19 aac(3)-Tlc aminoglycoside N-acetyltransferase AAC(3)-TIc core AMR AMR AMINOGLYCO... GENTAMICIN WP_0638402... | NG_047250.1 CAA38525.1 X54723.1 Mo

<)
=3

aac(3)-T1d aminoglycoside N-acetyltransferase AAC(3)-I1d core AMR AMR. AMINOGLYCO... GENTAMICIN WP_0005574... | NG_047251.1 AANB7703.1 AF550415.2 MNo



Surekli Artan Direng

* Antimikrobiyal direnc haritasi

Map Table

Antimicrobial Resistance Map
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Surekli Artan Direng

* Antimikrobiyal diren¢ haritasi,

Acinetobacter spp./de karbapenem direnci

Map = Table

Antimicrobial Resistance Map

Percentage of invasive isolates (blood and cerebrospinal
fluid) of a given microorganism that are resistant to a certain
antibiotic in the WHO European Region by country/area.
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ﬁ%}, World Health
/¢ Organization

Surveillance System (GLASS) 74

GLASS, 2015 yilinda WHO tarafindan baslatilmis — dinya capinda antimikrobiyal diren¢ (AMR) izleme ve antimikrobiyal
kullanim (AMU) verilerini standart bicimde toplama, analiz etme, paylasma amacli kiiresel bir sistem.

Amagc;

- farkli Glkelerden gelen verileri harmonize etmek

- direnc¢ yayllimini izlemek

- antimikrobiyal kullanim trendlerini takip etmek

- halk saghgi politikalarini ve kontrol stratejilerini bu verilerle desteklemek.



GLASS Enrolment Map October 2024

Number of countries enrolled i

[ Enrolled in both AMR and AMC (84)
[ Enrolled in AMR (129)

[ Enrolled in AMC (11)

7 Not Enrolled

[ Not Applicable

The boundaries and names shown and the designations used on this map do not imply the expression of
any opinion whatsoever on the part of the World Health Organization concerning the legal status of any
country, territory, city or area or of its authorities, or concerning the delimitation of its frontiers or
boundaries. Dotted and dashed lines on maps represent approximate border lines for which there may

not yet be full agreement.
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WHO 2019. All rights reserved. 7S

2022 sonu itibariyla 127 ulke, bolge ve alan GLASS'a
katilmaktadir.

Ulkeler, laboratuvar altyapilari oldukga farkli olsa bile,
GLASS’e katilmak icin antimikrobiyal direnc / kullanim
verisi gondermeye baslamadan 6nce resmi bir mektup
ile kayit yaptirabiliyor

GLASS’e katilim, hem (lkelerde AMR/AMU izlemesini
kurmayi hem de kiresel anlamda karsilastirilabilir,

glvenilir veriler Gretmeyi amacliyor.



World Health Organization (WHO) tarafindan yayimlanan Global Antibiotic
Resistance Surveillance Report 2025, 104 tlkenin 2023 verilerini iceren aktif bir
analiz sunuyor.

- Toplamda > 23 milyon bakteriyolojik olarak dogrulanmis enfeksiyon vakasi

uzerinden analiz yapilmis.

////////////Im\“\\\\\\\\\\\\\ - 8 6ncelikli patojen ve 22 antibiyotik tizerinden modelleme yapilmis.

Acinetobacter spp.
Escherichia coli

Global Klebsiella pneumoniae

antibiotic resistance surveillance

report 2025 Neisseria gonorrhoeae

Salmonella spp.*

WHO Global Antimicrobial Resistance and Use Surveillance System (GLASS)

Shigella spp.

BN World Health
VQ@‘} Organization

Staphylococcus aureus

Streptococcus pneumoniae



e 2023’te her 6 laboratuvar-onayli enfeksiyondan yaklasik 1’i antibiyotiklere direncli durumda
* Direncg oranlari cografi bolgelere gore buyuk farkhliklar gosteriyor:

Ornegin Giiney-Asya ve Dogu Akdeniz Bolgelerinde oran ~1/3 seviyesinde, Avrupa’da ise yaklasik 1/10 civarinda

Figure 2. Median AMR in 93 infection type-bacterial pathogen-antibiotic
combinations, by WHO region, 2023

All infection types combined

South-East Asia Region: 31.1% (7.3-55.1)
Eastern Mediterranean Region: 30.0% (9.2-53.6)
African Region: 19.6% (4.2-55.4)

Global: 17.2% (3.5-39.5)

Region of the Americas: 14.7% (2.3-34.7) ®

European Region: 10.2% (1.5-24.6)

Western Pacific Region: 9.1% (2.1-25.4) °
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Sunucu Notları
Sunum Notları
South-East Asia Region�➡ Güneydoğu Asya Bölgesi
Eastern Mediterranean Region�➡ Doğu Akdeniz Bölgesi
African Region�➡ Afrika Bölgesi
Global�➡ Küresel
Region of the Americas�➡ Amerika Bölgesi
European Region�➡ Avrupa Bölgesi
Western Pacific Region�➡ Batı Pasifik Bölgesi



Kullanicilar tlke/bolge, patojen ve antibiyotik diizeyinde filtreleyebiliyor;
23 antibiyotik, 11 antibiyotik sinifi verisi iceriyor ve > 23 milyon enfeksiyon vakasina dayal..

- Buarag sayesinde ornegin bir Glkedeki artis anomalileri ya da

belirli bir patojen-antibiyotik kombinasyonundaki trendler dogrulanabilir.

Figure 2.1. Countries reporting AMR data to WHO GLASS for at least one calendar
year, 2016-2023

. 2023 AMR data AMR data before 2023 No AMR data D Not enrolled in GLASS

Not applicable

A country is considered to have reported AMR data if it has submitted AST results for at least one surveillance-defined infection
type, pathogen and antibiotic combination under surveillance for at least one calendar year.



* Bu harita ulkelerin vakalarinda ka¢ 6rnekte antibiyotik duyarlilik testi yaptigini gésteriyor.

* Diuinya genelinde veri girisi esit degil, bircok tlkede hig veri yok.

Figure. 2.3. Numbers of infection episodes with AST results per million population, 2023

1 E=

million population 0 1 4 1 31 75 231 844 Nodata Notapplicable

Infections with AST per

Maps show unadjusted (actual) number of infections with AST per million population.



* Bu figur kan dolasimi enfeksiyonlarinda antibiyotik direncinin kiresel dagilimini gosteriyor.
« Ozellikle Giineydogu Asya, Dogu Akdeniz ve Afrika’da ticiincii kusak sefalosporin, florokinolon ve karbapenem direnci

cok yuksek.

Figure 3.1. Percentage AMR in bloodstream infections: global and regional estimates, 2023

Global African Region Region of the South-East Asia European Region Eastern Mediterranean Western Pacific
K. pneumoniae Americas Region Region Region
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* Kiresel duzeyde E. coli'de 3. kusak sefalosporin direnci %35-45 araliginda. Ancak Afrika, SEARO ve EMRO
bolgelerinde %60’a kadar ¢ikiyor.

 MRSA oranlari da 6zellikle Dogu Akdeniz ve Afrika’da en ylksek seviyelerde.

Figure 3.2. Percentage resistance to third-generation cephalosporins in E. coli
and MRSA: global and regional estimates, 2023

E. coli - 3rd-gen cephalosporins resistance S. aureus - Methicillin resistance
African Region — Eastern Mediterranean Region —
South-East Asia Region — African Region e
Eastern Mediterranean Region — South-East Asia Region —
Global — Region of the Americas ——
Region of the Americas —— Western Pacific Region —
Western Pacific Region — Global —
European Region — European Region —
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Error bars represent 95% Crl. For methods, see Annex 1.



Figure 3.3. National percentage resistance to selected antibiotics in bloodstream
infections, 2023

K. pneumoniae - Imipenem

Percentage antibiotic - e 1 1
resistance (%) 0 25 50 75 100 Nodata Notapplicable


Sunucu Notları
Sunum Notları
K. pneumoniae’de imipenem direnci özellikle Asya’nın büyük bölümü, Hindistan, Pakistan, İran, Irak ve Rusya’da çok yüksek; Afrika’nın büyük kısmında ve Güney Amerika’da ise orta–yüksek düzeyde. Avrupa’da direnç büyük farklılıklar gösteriyor.


Figure 3.4. National percentage resistance to third-generation cephalosporins in
E. coli and MRSA bloodstream infections, 2023

E.coli - 3rd-gen. cephalosporins

Percentage antibiotic
resistance (%) 0 25 50 75 100 Nodata Notapplicable

Adjusted AMR estimates are presented only for countries that reported data for the specific pathogen-antibiotic combination in
2023. Estimates are derived from multilevel Bayesian regression analyses that incorporate data from previous years to improve
the accuracy of 2023 estimates. For further details of the method, see Annex 1.



Figure 3.5. Percentage distribution of bacterial pathogens (a) and the 10 most

common antibiotic-resistant bacterial pathogens (b) in bloodstream infections, by
WHO region, 2023

(a)

Bacterial pathogens

Western Pacific Region
European Region

Global

Region of the Americas
Eastem Mediterranean Region
South-East Asia Region

African Region
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Percentage (%)

W Acinetobacter spp. ™ E coli ™ K. pneumoniae S.aureus M Salmonella ssp. S. pneumoniae

Kan dolasimi enfeksiyonlarinda patojen dagilimi belirgin
bolgesel farkhlik gdsteriyor.

E. coli cogu bolgede baskin etkenken, Afrika Bolgesi’'nde
Klebsiella spp. ve Acinetobacter spp. yuksek paya sahip.
Dogu Akdeniz'de ise Klebsiella’nin belirgin baskinligi
dikkat cekiyor.

Bu varyasyonlar, ampirik tedavi protokollerinin bolgeye

Ozel uyarlanmasi gerektigini ortaya koyuyor.



Box 3.1. WHO AWaRe classification

Effective treatment of infections depends on
appropriate AMU. The AWaRe classification
provides a structured framework for antibiotic
selection and for national essential medicines
lists and treatment guidelines. By categorizing
antibiotics into Access, Watch and Reserve
groups according to their spectrum of activity,
resistance potential and clinical indications, it
promotes appropriate prescribing and helps
to safeguard last-resort antibiotics.

+ “Access” antibiotics are recommended
as empirical first- or second-choice
treatment for a wide range of common
infections. These agents usually have
a narrow spectrum of activity, cost
less, have favourable safety profiles
and generally have low resistance
potential. Examples include amoxicillin,
penicillin, co-trimoxazole, first-generation
cephalosporins and most aminoglycosides.
Their widespread availability and
appropriate use are essential to ensuring
effective treatment while minimizing the
development of resistance.

+  “Watch” antibiotics are broader-spectrum
agents that generally cost more and are at
greater risk of resistance selection. They

are recommended as first-choice options
only in specific clinical situations, such as
severe infections or when the causative
pathogens are likely to be resistant to
“Access” antibiotics. This group includes
third- and fourth-generation cephalosporins
(e.g. ceftriaxone and cefepime),
fluoroguinolones (e.g. ciprofloxacin),
carbapenems (e.g. meropenem) and
glycopeptides (e.g. vancomycin). Their

use should be carefully monitored and
restricted to appropriate indications within
an antibiotic stewardship programme.

“Reserve" antibiotics are last-resort agents
used in the treatment of confirmed or
suspected infections caused by multidrug-
resistant organisms. These antibiotics,
such as colistin, tigecycline, cefiderocol
and novel beta-lactam-beta-lactamase
inhibitor combinations (e.g. meropenem-
vaborbactam, ceftazidime-avibactam and
ceftolozane-tazobactam), are used only
when necessary and under strict clinical
oversight. Their use should be guided by
microbiological diagnostics and specialist
consultation.

AWaRe, diren¢ yonetiminde dinyanin en kritik cercevesi
“Antibiyotikleri Access, Watch ve Reserve olarak siniflamak;
kiiresel recete pratigini yonlendiren en 6nemli stratejik

aractir”

Reserve grubu ‘son savunma hatt/’
Colistin
Tigecycline
Cefiderocol
Yeni BL-BLI ajanlari:
+/ meropenem-vaborbactam
Vv ceftazidime—avibactam (CAZ-AVI)

«’ ceftolozane—tazobactam


Sunucu Notları
Sunum Notları
Access grubu hayat kurtarıyor: düşük direnç baskısı, yüksek güvenlik
Dar spektrum
Düşük maliyet
En düşük direnç geliştirme potansiyeli�“Dünya ölçeğinde Access kullanımını artırmak dirençle mücadelenin ana omurgasıdır.

Watch grubu ‘yüksek direnç riski’ taşıyor (özellikle 3GC ve FQ)
Bu grup antibiyotikler:
Geniş spektrum
Direnç seçilimi en yüksek grup
Sadece uygun klinik durumlarda kullanılmalı�→ “Şu anda küresel direnç krizini tetikleyen asıl grup Watch antibiyotiklerdir.”



Bu ¢cok dnemli bir mesaj:
GLASS 2025, yeni B-laktamaz inhibitor kombinasyonlarini artik kiresel politikalarin merkezine koyuyor.

CAZ-AVI artik sadece klinik bir tedavi secenegi degil, kiresel saglk gtivenligi stratejisinin bir parcasi.
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Prospektif Molekuler Epidemiyolojik Arastirma
- Karbapenemaz geni alt tiplerinin dagiliminin belirlenmesi
- Klonal iligki ve salgin kimelerinin tanimlanmasi

- Tedaviye yanitla genotipik ozelliklerin eslestiriimesi

Kolay uygulanabilir molekuler tani algoritmalarinin gelistiriimesi

- Epidemiyolojik trendlerin zamansal ve bolgesel analizi
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A Calismanin tasarimi

e Kan kultlrlerinden izole edilen karbapenem direncli Enterobacterales turleri, proje koordinasyon merkezine
gonderilecektir.

* Her merkez belirlenen sayida ardisik izolati (en az 10-50) uygun tasima kosullarinda iletecektir.

* |zolatlara ait klinik ve epidemiyolojik veriler kaydedilecektir.

 Ornekler koordinasyon merkezine ulastiktan 2-5 giin arasinda ilgili merkez sonuclara ulasabilecek.

* Proje suresi 1 yil
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Fenotipik Dogrulama Testleri

Gonderilen her ornek MALDI-TOF MS ile tar

dlzeyinde yeni tiplendirilecek.

*
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Antimikrobiyal duyarlilik testleri

- Ceftazidime/Avibactam (CAZ/AVI)
- Aztreonam/Avibactam (AZT/AVI)
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Karbapenemaz nedenli olmayan direng

Porin Kaybina Bagli Karbapenem Direnci

OprD, OmpC/OmpF porinleri

Atim Pompalari ile Gelisen Direncg
AcrAB-TolC sistemi (E. coli, K. pneumoniae)

mexA, mexB mRNA duzeyi
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|zolatlar arasi klonal iliski analizi

—_——— A AP-PCR PFGE
_ _; \ B RFLP PFGE
e C
iy N,
—— —E ,

F Py

RAPD / 3
Dizi
analizi

¥ MLST




Fenotipin Otesinde Direncin Izlenmesi: Kan Kiltiirlerinden izole Edilen Karbapenem Direncli
Enterobacterales Suslarinin Molekuler Epidemiyolojisi —

KARMA Cok Merkezli Calismasi

TUm genom dizi analizi

- Core Genome Multilocus Sequence Typing (cgMLST ClinicalInfectious Diseases TE
g yping (cg ) IAIDSA L]

Beyond the Core Genome: Tracking Plasmids in Outbreaks
of Multidrug-resistant Bacteria

Patrick M. A Harris™*" and Alexander M. Wailan®
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- Whole Genome Multilocus Sequence Typing (wgMLST)

- Single Nucleotide Polymorphism Analysis (SNP analizi)
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Sunucu Notları
Sunum Notları
“Beyond the Core Genome: Tracking Plasmids in Outbreaks of Multidrug-resistant Bacteria”�("Çekirdek Genomun Ötesinde: Çoklu İlaca Dirençli Bakteri Salgınlarında Plazmid Takibi")
Toplamda 6.000 aktif nanopore 
48-96 saatlik bir çalışmada 20 terabayta kadar ham veri!

Salgınları sadece klonal yayılma olarak düşünmek eksik ve yanıltıcı olabilir. Plazmidler, türler arası gen aktarımı ile direnç genlerini yayabilir.
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KARMA Calismasi Takip Ekrani

Duyarlilik
Gonderilen izolat sayisi CAZ/AVI AZT/AVI MEM/VAB CFDC
K. pneumoniae: 550 10/41 2/41 6/41 18/41
p \ E. coli: 240 18/41 10/41 20/41 24/41
Tum K. oxytoca: 20 2/2 2/2 1/2 2/2
| Merkezler M. morganii: 10 0/1 1/1 1/1 1/1
L Segimi &7 Direng Geni (+)
Adana OXA-48 NDM KPC IMP VIM
Adiyaman K. pneumoniae: 550 10/41 2/41 6/41 1/41 0/41
Afyonkarahisar E. coli: 240 18/24  10/24 20/24  0/24 0/24
Agni K. oxytoca: 20 2/2 2/2 1/2 0/2 0/2
Aksaray M. morganii: 10 0/1 1/1 1/1 1/1 0/1
Amasya
Ankara
Antalya Porin/Efliiks
ﬁ:s\z:an OprD  OmpC/OmpF ArcAB/TolC
Aydin K. pneumoniae: 550 10/41 2/41 6/41
Balikesir E. coli: 240 18/41 10/41 20/41
Bartin K. oxytoca: 20 2/2 2/2 1/2
v M. morganii: 10 0/1 1/1 1/1
Klonalite

K. pneumoniae K. oxytoca M. morganii
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Duyarlilik
CAZ/AVI AZT/AVI MEM/VAB CFDC

K. pneumoniae: 55
E. coli:24

K. oxytoca: 2

M. morganii: 1

10/41 2/41 6/41 18/41
18/41 10/41 20/41 24/41
2/2 2/2 1/2 2/2
0/1 1/1 1/1 1/1

Direng Geni (+)

Klonalite
K. pneumoniae

OXA-48 NDM KPC IMP VIM
K. pneumoniae: 55 10/41 2/41 6/41 1/41 0/41
E. coli:24 18/24 10/24 20/24 0/24 0/24
K. oxytoca: 2 2/2 2/2 1/2 0/2 0/2
M. morganii: 1 0/1 1/1 1/1 1/1 0/1
Porin/Efliiks
OprD  OmpC/OmpF ArcAB/TolC

K. pneumoniae: 55 10/41 2/41 6/41

E. coli:24 18/41 10/41 20/41

K. oxytoca: 2 2/2 2/2 1/2

M. morganii: 1 0/1 1/1 1/1

K. oxytoca M. morganii
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Fenotipin Otesinde Direncin Izlenmesi: Kan Kiltiirlerinden izole Edilen Karbapenem Direncli
Enterobacterales Suslarinin Molekuler Epidemiyolojisi —

KARMA Cok Merkezli Calismasi
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Calisma Disinda lzolat Gondermek

* Karma calismasina dahil olmayacak, ancak direnc fenotipinin ve genotipinin aciliyet icerdigi durumlarda
izolatlarinizi gobnderebilirsiniz.

* izolat bize geldikten sonra 24 saat icinde sonuclari e-posta adresinize iletecegiz.

Molekuler Epidemiyoloji

* Molekiler epidemiyolojinin sinirlari;
* etken mikroorganizmanin tespiti,

e virtlanslarindan sorumlu genlerin belirlenmesi,
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* bulasma yollarinin arastiriilmasi ve
* izolatlar arasi klonal iliskilerin arastiriimasini

kapsayan genis bir yelpazede c¢izilmistir.
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KARMA Cok Merkezli Calismasi
Potansiyel Yeni Kesifler




« Amikasin, gentamisin, tobramisin, kolistin (MIiK: 1.0 mg/L): DUYARLI

* Levofloksasin, siprofloksasin, sefepim, sefotaksim, seftazidim, seftriakson, sefuroksim, imipenem (>64.0 mg/L), meropenem

(>64.0 mg/L), ertapenem, trimetoprim-sulfametoksazol, CAZ-AVI (MiK: 16.0 mg/L): DIRENCLI

* PCR calismasi sonrasinda KPC geni tespit edilmistir (KPC-SE1).




KPC-SE1; ST307 yuksek riskli klonuna aitti.
pKpQIL benzeri IncFlI(K) tipinde bir plazmid tzerinde, Tn4401a ile tasinmaktaydi.

KPC yayiliminda yuksek riskli klonlarin yeri dnemlidir ve son yillarda Avrupa’da basta olmak tGzere ST307’de artis

gozlenmektedir. Ek olarak CAZ-AVI direngli izolatlar arasinda ST307’nin azimsanmayacak kadar fazla oldugu gosterilmistir.

KPC’nin ayni klon icinde veya farkl klon/tiirlere gecisinde pKpQlL-benzeri plazmidlerin dnemli bir yeri oldugu ve siklikla
Tn4401’in bu plazmidler Gzerinde KPC’nin yerlestigi klasik mobil eleman oldugu bircok siirveyans calismasinda

dogrulanmistir.



 KPC-SE1'de, Piazza ve arkadaslarinin ilk kez 2024’te tanimladigi KPC-166’da oldugu gibi Q-loop bdlgesinde L168

delesyonu ve N169H substitlisyonu mevcuttur. Ayrica ek olarak H179A substitlisyonu saptanmistir.

KPC-SE1 1 MSLYRRLVLLSCLSWPLAGFSATALTNLVAEPFAKLEQDFGGSIGVYAHDTGSGATVSYRAEERFPLCSSFKGFLAMML  National Database of Antibiotic Resistant Organisms (NDARO)

KPC-166 1 MSLYRRLVLLSCLSWPLAGFSATALTNLVAEPFAKLEQDFGGSIGVYAMDTGSGATYSYRAEERFPLCSSFKGFLAAAVL _ o _ _ ‘
KPC-3 1 HSLYRRLW_LSELSWPLAGFSATALTNL.UAEPFAKLEQDFGGSI GVYAMDTGSGATYS YRAEERFPLCSS FKGFL AAAVL \AV;I;(;me to the ?\IICB[ Natm?ai Databal:se of Antibiotic Relezlstam C.}rganlsms (NDAROQ), a collaborative, cross-agency, centralized hub for researchers to access
ata to facilitate real-time surveillance of pathogenic organisms.

KPC-SE1 81 ARSOQOAGLLDTPIRYGKNALVPWSPISEKYLTTGMTVAELSAAAVQYSDNAAANLLLKELGGPAGLTAFMRS IGDTTFR — N PG ens for carbabenam.
KPC-166 B1 ARSQQOAGLLDTPIRYGKNALVPWSPISEKYLTTGMTVAELSAAAVQYSDNAAANLLLKEL GGPAGLTAFMRSIGDTTFR  iycint hring dleea A batadasts aaat KO, oomptits
KPC-3 81 ARSQQOAGLLDTPIRYGKNALVPWSPISEKYLTTGMTVAELSAAAVQYSDNAAANLLLKELGGPAGLTAFMRS IGDTTFR cDS

KPC-SE] 161 LDRWELE-HSAIPGDARDTSSPRAVTESLQKLTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCOVY R man e
KPC-166 161 LDRWELE-HSATPGDARDTSSPRAVTESLQKLTLGSALAAPQROQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY
KPC-3 161 LDRWELELNSATPGDARDTSSPRAVTESLQKLTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY

KPC-SE1 240 GTANDYAVVWPTGRAPIVLAVYTRAPNKDDKHSEAVIAAAARLALEGLGVNGQ 292
KPC-166 240 GTANDYAVVWPTGRAPIVLAVYTRAPNKDDKHSEAVIAAAARLALEGLGVNGQ 292
KPC-3 241 GTANDYAVVWPTGRAPIVLAVYTRAPNKDDKYSEAVIAAAARLALEGLGVNGQ 293
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From left to right: Multi-drug resistant Salmonella enterica, kpc2 carbapenem resistance gene

e GUunumuzde 260’tan fazla KPC varyanti bildirilmistir.

* CAZ-AVI direncine sebep olan yuksek mutasyon sikligina sahip cesitli bolgeler tanimlanmistir. Aktif

bolgeyi cevreleyen Q-loop (aa 164—-179) bolgesi degisimin en sik gozlendigi bolgedir.


Sunucu Notları
Sunum Notları
Ayrıca ek olarak H179A substitüsyonu saptanmıştır. 



H179A - Q-loop’un Ust ucunu gevsetir - AVI'nin
baglanmasini bozar - CAZ-AVI direncini artirir.
KPC-166’daki klasik degisikliklere eklendiginde “direnci

glclendiren dordinci hamle” gibi davranir.
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Direncli Gram Negatif Enfeksiyon Yonetiminde Ortak

Adimlar

Dr. Ogr. Uyesi Elif Seren Tanriverdi




Merkezler

® Calismamiz kapsaminda 75 merkeze ulastik.
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Calismamiz kapsaminda 75 merkeze ulastik.

Uzm. Dr. Giilcan Kaplan

Eskisehir Osmangazi Universitesi

Fatma Erdem

Eskisehir Sehir Hastanesi

aysel Yagmuroglu

Eskisehir Yunus Emre Devlet Hastanesi

Mustafa Kocaaga

Esra Altinsoy

Firat Universitesi Tip Fakiltesi

Nuray Ari

Ayse Sagmak Tartar

Gazi Unv

Ozge Ozgen Top

Goztepe Sileyman Yalgin Sehir Hastanesi

Esra Kogoglu

Yasemin Cag

Gulhane EAH

Ertugriu Yazici

Hatay Egitim Arastirma Hastanesi

Uz.Dr.Fatma Bagci

Uz.Dr. Tahsin Usta

Hatay Mustafa Kemal Universitesi

Do¢.Dr Mehmet Cabalak

inéni Universitesi

istanbul Bagcilar EAH

istanbul Universitesi Capa Tip Fakiiltesi

istinye Liv

Didem Tasc¢ioglu

izmir Katip Celebi EAH

Tuba Muderris

izmir Tepecik EAH

Uz Dr Duygu Tekin

Dog Dr ilkay Akbulut

Kars Kafkas Universitesi

Elif Ozge Damar Midik

Kartal Lutfi Kirdar Serap Tekol Bulent Kaya
Kastamonu Devlet Hast Furkan arabaci
Kayseri Sehir Hast esma eren

Kocaeli Universitesi

Sila Akhan, Muige toygar deniz

Konya Sehir Hst

Arzu Tarakgi Aribas

Serife Yuksekkaya

Kosuyolu Kalp Damar Hastanesi

Sirin Menekse

liv Ulus

Cagla Karakog

Manisa Celal Bayar Unv

Semra Kurutepe




Merkezler

® Calismamiz kapsaminda 75 merkeze ulastik.

Manisa Sehir Hastanesi

Uz Dr Sevil Sapmaz

Maslak Acibadem

Sedef Basgoniil

Serap Gencer

Medipol Mega

Meyha Sahin

Ridvan Dumlu

Medistate Kavacik

Micait Yemisen

Memoral Bahgelievler

Funda Timurkaynak

Mersin Sehir Hastanesi

Uz.Dr Mustafa Uguz

Mersin Universitesi

Prof.Dr Gulden Ersoz

Mugla EAH

Alper Aksozek

Osmaniye Devlet Hastanesi

Uz.Dr. Batuhan Biylkgezgin

Uz.Dr.Fuat Yagiz

Ozel Anadolu Saglhk Merkezi

Melda Ozdamar

Prof. Dr. Cemil Tascioglu Sehir Hast

Dog. Dr. Cigdem Arabaci

Recep Tayyip Erdogan Universitesi

ilkay Bahcelievler

ilknur Esen Yildiz

Samsun Universitesi Tip Fakiiltesi

Dog¢.Dr.Selim Gorgiin

Prof.Dr. Ozgir Gunal

Selcuk Universitesi

Nazlim Aktug Demir

Seyhan Devlet Hastanesi

Uz.Dr.Seray Tumer

Uz.Dr. Tuba Akdogan

Seyrantepe Hamidiye Etfal EAH

senihasen@gmail.com

Seniha Senbayrak

Sivas Cumhuriyet Universitesi

Sivas Numune Hastanesi

Sevgi Baltaci

Siyami Ersek Kalp damar cerrahisi

Sinem AKKAYA ISIK

Sileyman Demirel Unv Emel Sesli
Taksim Acibadem
Tekirdag Sehir Hastanesi Hiilya Duran

Trakya Universitesi Hastanesi

Prof.Dr.Hilseyin Gudiiclioglu

Habibe Tulin Elmaslar

Tuzla Devlet Hastanesi

ilvana Caklovica Kiiciikkaya

Pinar Elbir Kilig

Yunus Emre Devlet

Mustafa Kocaaga

Yisek ihtisas

Erdem Karakaog




Gonderim sureci

* Kan kultirinden izole edilen karbapenem direncli Enterobacterales izolatlari




Ornek Gdnderimi

® Calismamiz kapsaminda gondereceginiz izolatlari;
* Kanh, EMB, cikolata, mueller hinton besiyeri

* Tasima besiyerleri, skim milk besiyeri gibi saklama besiyerleri

Kargo adresi: Alici- Elif Seren Tanriverdi

iIndnl Universitesi Turgut Ozal tip merkezi molekiiler

mikrobiyoloji laboratuvari 3. Kat Battalgazi/Malatya




Ornek Génderen Merkezler

* Anadolu Saglk Merkezi

* Eskisehir Osmangazi Universitesi

* |zmir Katip Celebi Universitesi

* Kayseri Sehir Hastanesi

* Kosuyolu Kalp Damar Hastanesi

® Samsun Egitim ve Arastirma Hastanesi

® Sivas Numune Hastanesi

Merkezlerden 150 adet karbapenem direncli

Enterobacterales izolati tarafimiza ulasti




Etik Kurul

Gerekli etik kurul izni koordinator merkez tarafindan alindi.

Etik kurul icin izin belgesi gonderen merkezlerimizi ekliyoruz.




Tesekkur ederim
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